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Co-infection isolates of Coxsackievirus type A4 and A8 from a summer flu patient

Mayumi KONNO, Yasuhiro UMEGAKI, Noriko UNO, Kenji YAMAZAK]I,
Yoshio YAMANAKA, Yoshiaki KAROJI

Abstract : Two virus strains were simultaneously isolated from nasopharyngeal swab of a 2-year-old female
patient with summer flu. We confirmed this finding with two step procedures. The virus strain isolated in
suckling mice(ddY) inoculation became positive both to Coxsackievirus A type4(CA4) and typeB8(CAS8),
however, the second-passaged strain, became positive only to CA8 by the coplement fixation test(CF). On
the other hand, the virus strain isolated by the culture cell line was identified as CA4, both by the virus
neutralization test and the DNA sequencing of the viral gene. From these results, we concluded that the

patient was co-infected with CA4 and CAS8.
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