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Investigation of the Quantitative Analysis for Genetically Modified Foods in Kyoto
City (2005-2007)

Division of Food and Environmental Hygiene

Abstract

Genetically modified organisms (GMOs) were investigated in food samples obtained from 2005 to
2007 in the Kyoto city area using quantitative PCR technique. The existence of Roundup Ready
Soybean (RRS) was surveyed in processed soybean foods. RRS was detected 12 of 82 processed
soybean foods, and the mixing ratio of RRS was 0.1~0.5%. No GMOs were detected in all processed
corn foods. The descriptions on the label in all samples were appropriate.
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